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S3 Fig. Neighbour-Joining tree for all reptiles of the Socotra Archipelago. Bootstrap values ≥70% are shown next to the nodes. See Material and Methods for further details. 
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Fig. S3 Neighbor-Joining optimal tree for all reptiles of the Socotra Archipelago. Bootstrap values >70% are shown next to the

nodes. See Material and Methods for further details.




